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Kefir grains are composed of a complex community of microorganisms confined in a matrix of polysaccharides and proteins ([@B1], [@B2]). The drink obtained by fermentation of milk using these grains is called "kefir," and its consumption has been associated with several health-promoting properties ([@B3], [@B4]), such as immunological, antimicrobial, antitumoral, and hypocholesterolemic effects.

Lactobacillus kefiri SGL 13 was isolated from kefir grains with the aim to study its beneficial properties since it is the most predominant species in kefir-fermented milk ([@B5]).

To our knowledge, this is the first genome sequence published for this species, even though L. kefiri constitutes a species of great interest for the development of new probiotic agents.

The strain SGL 13 was cultivated in de Man-Rogosa-Sharpe (MRS) broth at 30°C for 24 hours before biobanking and DNA extraction. Genomic DNA was purified with a Wizard genomic DNA purification kit (Promega) according to the manufacturer's instructions. For genome sequencing, a paired-end library (Nextera XT) was sequenced with a HiSeq 2500 (Illumina) system to provide high-fidelity short reads. This sequencing approach was coupled with sequencing of a 6-kb genomic library in one single-molecule real-time (SMRT) cell of a PacBio RS II platform (Pacific Biosciences), leading to long reads used to assemble scaffolds. Illumina reads were filtered for quality standards using CASAVA 1.8.3. PacBio reads were filtered with BBMap 34.46 and assembled using ABySS 1.5.1 to create contigs, for which Illumina reads were aligned using BLASR ([@B6]) to make superscaffolds for which order and orientation were checked with SSPACE-LongRead scaffolder 1.0 ([@B7], [@B8]). Missing regions in the superscaffolds were filled using GapFiller 1.10 software ([@B9]). The genome was assembled into 10 final scaffolds, a total of 2,570,721 bp. This value is in line with the genome size of the type strain of the species, L. kefiri DSM 20587 (JCM 5818), the only other strain for which the genome sequence is available. Indeed, two independent sequencing projects are available for the same strain, GenBank BioProject no. [PRJNA222257](https://www.ncbi.nlm.nih.gov/bioproject/PRJNA222257) for L. kefiri DSM 20587 (2,299,330 bp) and GenBank BioProject no. [PRJDB803](https://www.ncbi.nlm.nih.gov/bioproject/?term=PRJDB803) for L. kefiri JCM 5818 (2,501,980 bp).

The SGL 13 genome was annotated using Prokka software ([@B10]) with default parameters, and the outputs were obtained in GenBank format. The L. kefiri SGL 13 draft genome consists of 10 scaffolds, with a coverage of 377× and a G+C content of 41.9%. The largest scaffold obtained is 2,408,480 bp. The total L. kefiri SGL 13 draft genome contains 2,506 coding sequences, of which 1,609 have a known function. Comparison of SGL 13 with L. kefiri DSM 20587, whose genome is composed of 95 scaffolds and thus is quite fractionated, revealed the presence of plasmids, but more investigations will be necessary to determine their number and structure.

Antibiotic resistance characterization was performed using BLAST ([@B11]) software against the ARDB database ([@B12]) and showed a putative resistance to bacitracin (undecaprenyl pyrophosphate phosphatases \[UppPs\]). The gene has no elements potentially responsible for interspecific horizontal gene transfer in syntenic regions (±500 bp from the start and stop codons) ([@B13]). The annotated shotgun sequence was exported in GenBank format and deposited on the NCBI whole-genome shotgun (WGS) portal.

Data availability. {#s1.1}
------------------

This whole-genome shotgun project has been deposited in the NCBI repository under the BioProject no. [PRJNA467650](https://www.ncbi.nlm.nih.gov/bioproject/?term=PRJNA467650).

We gratefully acknowledge the support of Microbion s.r.l. in performing the *de novo* sequencing of SGL 13, and we thank the University of Bologna for performing genomic studies.

Sintal Dietetics s.r.l. deposited Lactobacillus kefiri SGL 13 for submitting a European patent.

We declare no conflicts of interest in preparing this article.

[^1]: **Citation** Federici F, Manna L, Rizzi E, Galantini E, Marini U. 2018. Draft genome sequence of *Lactobacillus kefiri* SGL 13, a potential probiotic strain isolated from kefir grains. Microbiol Resour Announc 7:e00937-18. <https://doi.org/10.1128/MRA.00937-18>.
